Integrated biodiversity database on freshwater
organisms of Monsoon Asia




Monsoon Asia harbors many global biodiversity hotspots
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Why does Monsoon Asia have so high biodiversity?

Annual precipitation

l 11000 mm

0mm

Monsoon climate brings adequate preparation to sustain high
biodiversity.
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Freshwater organisms is the symbolic biodiversity in Monsoon Asia.
However, the information has been quite limited.

Using AP-BON network, we have launched an integrated
biodiversity database on freshwater organisms of Monsoon Asia

http://ffish.asia




Database on Database on Kano’s original data

freshwater fishes of gene/DNA about freshwater
mainland Southeast information of Japan  organisms of Japan
Asia
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Data distribution: Japan, Thailand, Lao PDR, Cambodia, Vietham, Malaysia, Myanmar



Structure of the database
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Observation/specimen data
(N. of individuals, specimen condition,
native/alien, etc)



Taxonomy

Scientific name, taxonomical information, standard name, local
name, etc.
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DNA sequence, N, region, etc
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Media file associated with
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CT/3D data
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Literature

cated source @ Watanabe, K., R. Tabata, ). Nakajima, M. Kobayakawa, M +
Matsuda, K. Takaku, K. Hosoya, K. Ohara, M. Takagi, and N.-H.
Jang-Liaw {unpublished) Large-scale hybridization of Japanese
populations of Hinamoroko, Aphyocypris chinensis, with A.
kikuchii introduced from Taiwan. UNDEFINED
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Scientific literature/paper information



Structure of the database

Sampling
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Features of the database

Filtering search by time and space

e.g. “Anabas”, central Cambodia, 2005-2010, summer (Jul-Aug-Sep)



Movie
(YouTube embedded)

Features of the database

Various type of media file

Sound/Soundscape
(SoundCloud embedded )
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Environmental DNA
(.fastq raw data)



Features of the database

Various type of media file

o ; : o
= Cobitis minamorii yodoensis - Google Chrome — O 5,3

® FEINTVELEE | species.asia

* Volume

Close Controls

Online browse-able CT/3D model

(The holotype of Cobitis minamorii tokaiensis)



Features of the database

Various type of media file

* Volume

Close Controls
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Specimen of extinct species (Misgurnus sp. [Jindai])



Features of the database

Direct link from paper to dataset

Biodiversity

J Articles About About Pensoft Books E-Books Blo|
Data Journal T4

Data P: Biodiversity Data Journal 4: 210539
= https:/idol. org/10.3897/BDJ 4.210539 (09 Nov 2016)

New information

Based on the fish specimens collected from markets, rivers, swamps, ponds and ditches around Inle Lake as =i > E-ex
well as from the lake itself from 2014 to 2016, we recorded a total of 948 occurrence data (2120 individuals), 1550548 =
belonging to 10 orders, 19 families, 39 genera and 492 species. Amongst them, 13 species of 12 genera are

endemic or nearly endemic to the lake system and 17 species of 16 genera are suggested as non-native. The

data are all accessible from the document “A dataset of Inle Lake fish fauna and its distribution (http://ipt.pe
nsoft.net/resource.do?r=inle_fish_2014-16)", as well as DNA barcoding data (mitochondrial COIl) for all 0 . F-5EET @EL-RED BEETr o
species being available from the DDBJ/EMBL/GenBank (Accession numbers: LC189568-LC190411). Live

photographs of almost all the individuals and CT/3D model data of s e ! dabl - .y .
the graphical fish bicdiversity database (http://ffish.asia/INLE2016; fhttp://ffish.asia/INLE2016-3D. : “—_—_— e S

information can benefit the clarification, public concern and conservation of the fish biodiversity in the B Bss= s S— —

region. -
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Myanmar; Shan State; Inle Lake; freshwater fishes; endemic species; alien; GBIF; mitochondrial DMNA; COI; CT - - c -
sean; 3D model & Swas]  pub a Smat]  publ
Introduction « : @ 1 oo ‘k = ke

Inle Lake is located on the southwestern part of Shan State, which is the easternmost state of Myanmar. The

lake is surrounded by Shan Hills, which isolate it from the neighbouring aquatic habitats. The lake harbours

several endemic fish species (Annandale 1918). However, the detailed information of fish fauna of this region

has long been unknown since Annandale (1918), while several studies reported the concerns for settlement .

of non-native species and decline of endemic/native species (Musikasinthorn 1998, Su and Jassby 2000, Access a data set d I reCtly from a n

Davies et al. 2004, Co 2010). This project aimed to elucidate the current status of fish fauna of the lake,

especially focusing on survival of endemic/native species and settlement of non-native species. In addition, pec u | Ia r U R L I n pa pe r



Features of the database

DNA blast system
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Search DNA data by “Blast”




Current status of the database
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Perspective of the database (2020~2025)

* More data on freshwater fishes of Myanmar
* More data on any fresh-brackish water organisms of Japan

* More CT scanned data; especially holotypes and extinct
species



